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Species Gene Symbol Gene ID GenBank Accession Transcript
Human INOSOB 83444 BC050666 NM_031288
About the gene
Official Symbol INOSOB
Previous Symbol HMGA1L4|ZNHIT4
Official Full Name | INO80 complex subunit B
Synonyms HMGIYL4; PAPA-1; hles2; PAP-1BP; IES2
Location 2pl13.1
Gene Type protein-coding gene
Uniprot ID Q9C086
Pathway/Library Epigenetic Regulators Related Genes Library
This gene encodes a subunit of an ATP-dependent chromatin remodeling complex, INO80, which plays a
Gene Summary role in DNA and puéleosomeiactivateq ATPase 'flctivit}f and ATP-dependent nu?leosome sliding.
Readthrough transcription of this gene into the neighboring downstream gene, which encodes WW
domain-binding protein 1, generates a non-coding transcript.
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) ELAARAS BB 29293 T (AR 4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T = -HE R R (100X) 100ml
D0508S/M i PR 21 2 4 R A Ao U ) 25/100%
D7080S/M/L T7 Endonuclease T (CRISPRZ5:3% [K] 2845 %5 52 F) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx 1ml
ST551-50mg Puromycin Dihydrochloride (FEM4 2% %) 10mg/mlIx5ml
ST551-250mg Puromycin Dihydrochloride (FEM4 2% %) 250mg
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